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Yeryiizlindeki yasamin siirekliligi icin bitkiler mutlak gereklidir. Bir bitkinin hiicre
¢ekirdegindeki haploid kromozom setini olusturan DNA miktarinin tamami, 0 bitkinin
genomunu olusturur. Genellikle bitki genom biiyiikliigii, genom yapist ve bu yapinin
ozellikleri tiire 6zgiidiir. Genom biiyiikliigiindeki degiskenliklerin temelini genomda
farkli yayginlhikta ve farkli oOzellikleriyle yer alan tekrarlayan DNA dizileri
olusturmaktadir. Bu c¢aligmada yeni kiiltlire almip cesit tescili yapilan pelemir
(Cephalaria syriaca L.) bitkisinin genomunu olusturan ve genom iginde yaygin olarak
bulunan tekrarlayan DNA elementlerinin tanimlanmas1 hedeflenmistir. Bu amaca
sistematik olarak ulagsmak i¢in pelemir bitkisinin genom ve kromozom Ozelliklerinin
analizine yonelik ribozomal DNA’larin kromozom iizerindeki yerlerinin tespit edilmesi,
rekombinant klon temelli tekrar dizilerinin izolasyonu, yeni nesil dizileme verilerinin
biyoinformatik analizi ve elde edilen satelit tekrarlarin FISH yontemiyle haritalanmasi
gerceklestirilmistir. Bu tanimlamalar, pelemir genom yapisin1 olusturan DNA
elementlerinin igerigine ve dinamiklerine 151k tutan ilk kapsamli calismayi

olusturmaktadir.
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Plants are necessary for the continuity of life on Earth. The amount of DNA that makes
up the haploid chromosome set in the cell nucleus of a plant is called the genome.
Generally, plant genome size, genome structure, and features of this structure are
species specific. The basis of variability in genome size is the repetitive DNA sequences
present in the genome with different abundance and different characteristics. In this
study, we aimed to identify the repetitive DNA elements, which are common in the
genome of Cephalaria syriaca L.. In order to systematically achieve this goal, mapping
of ribosomal DNA sites on chromosomes, isolation of recombinant clone-based repeat
sequences, and bioinformatics analysis of next generation sequencing data were
performed for analysis of genomic and chromosomal characteristics of Cephalaria
syriaca L.. Our results constitute the first comprehensive study that sheds light on the

content and dynamics of the DNA elements forming the Cephalaria genome structure.
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