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Bu tez galismasinda sogan (Allium cepa L.) ve salot (Allium ascalonicum L.) tiirlerinden
olmak tizere toplamda 120 adet bireysel sogan genotipi bitkisel materyal olarak
kullanilmistir. 68 adet erkek kisir (S-msms, A hatt1) ve 16 adet idameci (N-msms B
hatt1) sogan genotipleri resesif ms allel kaynagi olarak kullanilmistir. Sitotipini ve erkek
kisirlik lokusuna bagli molekiiler markir allellerinin frekans dagilimini belirlemek i¢in
ise; 36 adet sitotipi ve ¢ekirdek genotipi bilinmeyen salot genotipi kullanilmigtir.
Sitoplazma tipleri yoniinden 64 tanesi S-, 13 tanesi N-, 5 tanesi ise karsik (S-, N- veya
T-); salotlarda 5 tanesi S-, 23 tanesi N-, 8 tanesi ise T-sitoplazmik ¢ikmistir. GAFO0S ile
GAFO09 primer kombinasyonunun iirettigi 659 bg¢ bant ve GAF10 ile GAF11 primer
kombinasyonun iirettigi 490 bg¢ bant baglant1 esitsizliginde bulunmustur. Ayrica 659 bg
ve 490 bg bant kendi aralarinda da baglant1 esitsizliginde bulunmustur. Salotlarda ise
GAFO8 ile GAF09 primer kombinasyonun iirettigi 659 b¢ bant ve GAF10 ile GAF11

primer kombinasyonunun iirettigi 490 b¢ bant baglant1 esitsizliginde bulunmustur.
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Total of 120 individial onion genotypes were used as plant material from onion (Allium
cepa L.) and shallot (Allium ascalonicum L.) species in this theses research. Sixtyeight

male sterile (S-msms, A line) and 16 maintainer (N-msms, B line were used as resesive
(ms) allele sources. Additionaly 36 individual shallot genotypes were used to determine
cytotype and distribution of male sterility locus linked molecular marker allele
frequencies from shallot. Regarding cytotypes 64 genotypes were in S-, 13 genotypes
were in N-, 5 genotypes were in mixed (S-, N-, or T-) cytoplasmic; out of 36 shallot
genotypes determined, 5 genotypes were in S-, 23 genotypes were in N-, and 8
genotypes were in T-cytpolasmic type. Nuclear recessive ms allele was found at linkage
disequilibrium with 659 bp and 490 bp bands produced by GAF08 with GAF09 and
GAF10 with GAF11 primer combination, respectively. Additionally, 659 bp and 490 bp
bands were at linkage disequilibrium as well. The 659 bp and 490 bp bands produced by
the GAF08 with GAF09 and GAF10 with GAF11 primer combinations, respectively,

were found in linkage disequilibrium in shallot genotypes.
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