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Bu calismada, Hyalopterus popiilasyonlarn arasinda konak kullanimina bagl ortaya
cikabilecek molekiiller ve morfometrik varyasyonlar belirlenmesi amaclanmistir.
Morfometrik analizler toplam 670 kanatsiz birey tizerinden 29 morfometrik karakter
kullanilarak  gerceklestirilmis, molekiiller analizler ise farkli konaklardaki
popiilasyonlardan secilen 29 bireyin 658 baz ¢iftlik (b¢.) COI gen bolgesi kullanilarak
degerlendirilmistir. Morfolojik ve molekiiler verilerin birlikte degerlendirilmesi
sonucunda konak bitki kullammminin Hyalopterus cinsi iiyeleri ilizerinde istatistiksel
acidan Onemli varyasyonlar ortaya koydugu belirlenmistir. Ayrica molekiiler veriler
acisindan tanimlanmis diger tiirlerin altinda yer alan ama morfolojik olarak karakteristik
farklilikta popiilasyonun belirlenmis olmasi tiirlesme siirecinde epigenetik faktorlerin
roliinii de ortaya koymustur. H. persikonus ise Tlirkiye afit faunasi i¢in yeni kayit olarak

belirlenmistir.
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SUMMARY

THE DETERMINATION OF THE GENETIC AND MORPHOMETRIC
VARIATIONS OF THE Hyalopterus (HEMIPTERA:APHIDOIDEA:APHIDIDAE)
GENERA DISTRIBUTED IN AFYONKARAHISAR, USAK, KUTAHYA AND
NiGDE PROVINCES
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In this study, it was aimed to determine host plant utilization effects on possible
molecular and morphometric variations existed in Hyalopterus populations.
Morphometric analyses performed with 670 aptera individuals via 29 morphometric
characters and also molecular analyses conducted on 658 base pair COI gene region
with 29 individuals that were chosen from different populations that were used different
host plants. It was determined that both morphometric and molecular data showed that
different host plant utilization resulted in statistically important variations in
Hyalopterus populations. However, the determination of morphologically differentiated
populations, which was placed under previously determined species according to
molecular analysis, suggested the epigenetic factors roles throughout the speciation

process. In addition, H. persikonus was determined as new entry to Turkish aphid fauna.
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