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Bu ¢alismada, Gnaphosidae familyasina ait Drassodes lapidosus (Walckenaer, 1802) ve
Haplodrassus signifer (C.L. Koch, 1839) tiirleri ile Thomisidae familyasindan Xysticus
ulmi (Hahn, 1831) tiiriniin karyolojik analizleri yapilmstir. Bu tiirlerden Drassodes
lapidosus (Walckenaer, 1802) tiirli hari¢ diger iki tiiriin karyolojik ¢alismalar1 iilkemiz
popiilasyonlarindan ilk kez yapilmigtir. Calismalar sonucunda Drassodes lapidosus
(Walckenaer, 1802) ve Haplodrassus signifer (C.L. Koch, 1839) tiirlerinin diploid
kromozom sayilar1 2n3=22 (20+X1X2) seklinde, Xysticus ulmi (Hahn, 1831) tiiriiniin
ise 2nd=23 (21+X1) seklinde bulunmustur. Xysticus ulmi (Hahn, 1831) tiiriinde diploid

kromozom sayist tiiriin bilinen kromozom sayilarindan farkli bulunmustur.
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In this study the karyotype and sex chromosome system features of Drassodes
lapidosus (Walckenaer, 1802) and Haplodrassus signifer (C.L. Koch, 1839) belonging
to family of Gnaphosidae and Xysticus ulmi (Hahn, 1831) from Thomisidae were
investigated. The karyological studies of all species except Drassodes lapidosus
(Walckenaer, 1802) were studied for the first time in Turkish spider populations. As a
result of this study, diploid choromosome numbers were found 2n3=22 (20+X1X2) in
Drassodes lapidosus (Walckenaer, 1802) and Haplodrassus signifer (C.L. Koch, 1839),
2nd=23 (21+X1) in Xysticus ulmi (Hahn, 1831). Also, diploid chromosome number of

Xysticus ulmi (Hahn, 1831) was different from the known.
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